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Pm8 Pm17 Pm20 [5, 15] dicoccum) (T. carthlicum) Ma [18] Pm4a RFLP Xbcd1231-2A
Xcdo678-2A BCD1231 STS [19] Hartl [20] AFLP Pm4a PS5 PmPS5A 2AL SSR Xgwm356 10.2 cM PmPS5A Pm4 [21] DR147 PmDR147 2AL SSR Xgwm311 Xgwm382 PmDR147 Pm4
Pm4 [22] ZB90 2AL Pm4 [23] Wang [6] 
